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| REERE SIEISE AR - EEMAE RIS R  SIEEIMEATED - 2R
BITE - BURGR R EE S RSB ARIE: » B?%T%Z%{tﬂ’ﬂié%ﬁiﬁxﬁ RN LR 2R
FmNERFLE - SESTRTFA TEE0#E *ﬁﬁfjl RESFE - B AR R AP (RN S
‘%ﬁﬁﬂm%&)ﬁé’ﬂ%%ﬁ’Eﬂfﬁé%%ﬂﬂ?ﬁﬁnﬁﬁkﬁﬁﬁf FERS » R T FER N ERRY 2 B aR T | » 1
FRF B BhBR 8 B TR - ?ﬁéﬁﬁ%ﬂﬂl%ﬂ{bé’]?ﬁ%ﬁ% SRR 47tk (National
Institutes of Health NiH) EENRVEE BV R - BB e
O FEBEBEERBERE ARV - REERBR I TRE R RS - g
BEEMFIEREHEMR L -

- g & i

FEARAEAE AT BN 2 SE B B 3R LR R FE e A T Lﬂqukﬁﬂj’%ﬁﬁ(NlNDS) RSB B
KA BB ERE - SEBE% 2 NINDS &L WL ERFINEAE (Intranural 1T and
Bioinformatics Program Director) MR BIVEBEEFHREMENARER - HBIEIZ 1
SRR EEAZEFT (NINDS) (944 sfERITTZETIE - B BPERssst Tt REERER -
TEFF Z Py | BB BR PR B AR ST BB D TS I, - i th IR A T EER - FH48EE - B4
o o b R B R AU EE S R S SRR R AT ST RE A - Bhie l%’]@éﬂéiﬁfﬁ?&ﬁﬁ’]é%“"*ﬂlFZWFH
B8 RGBS A HERARL T ke EZ?EE:

202348 H-9 H
SINEEEX S
SUBI S BN G EREROHTES - SHRNNER T NMESFIIER SN - tEER

eSS EHRRNETEER - SERTENARPEBRIRE - KR EGHTRRY > &
IR AR I I AR AT 5% - DN RERSRIEA S > 5y F ER R
RSV S » BB E RN ITIEAR - EAREHE > REGH LiERRETHCE
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5 o SOHGHEA T SIEEEEE - BIERASEIIARET & - FABS(The Foundation for
Advanced Education in the Sciences)FTHEELVERZERAE » DAR AR FHE B R HE TH
G N A i | G OE EHERAERBREE - BRELS

TEHIEBEE  WGURTLTEEBSHMAS -

NIH Research Festival

NIH Research Festival & NIH ﬁ,ﬁﬁ%%%%’ﬂE%’WE}T%EE%UE@%%@%@BZ% MR HETFE
2 B EAT B {E o 7E1&{E Research Festival H » RSFS Bl YR EAHRINTRIZCE
H o R EL S e b AT E AL - PEHE NIH (49— NAYETE - RELE DAV(E
%UWE@?F%%@é@éﬁ%%ﬁ%ﬁ%%ﬁ%%%ﬁfﬁ  EE R EA S - TBRANE D RIAELET
7 B AR RERRIFF SR -

NIH Research Festival

S NIH 223 TEY7 :Big Data Integration: Unlocking the Potential for Enhanced
Epidemiological Research '

BT /FY5 R NTH VB LBLRHAIZE AT (NILBD) ~ BUSBERAZERT (NCT) RREISoHE
FRIE ~ JHE R BIRIAZERT (NIDDK) ﬁlﬁl%’%ﬁ’%ﬂ%ﬁ@ » TERSENEEE KB EER
(TRERTTSE - R SR EB o SE i s B R BRI AE VD - AT AR
W - B LI T R TEN - ISR ROAIR - NI - EEIEREA B S A LARIRE 4
FREE AP » B ERATEARNEE - RS EETEEEEEERE - FEGHR T,
4B F R RSP FZE » 92 VA's Million Veteran Program (MVP), All of Us, The
Atherosclerosis Risk in Communities (ARIC) study & - MVP @ —TAEBIMEAIZEETE] - &

EFESER -~ AE AR - EELFENREERZNMREREEA - All of Us SHEWEILHF
5



o S P E A D _E RO > E 7HF§W*’§/ HZ=E ?F - HE - H2H8RE - AEH -
FREICE Z FRBENER - ARIC 1Y 1985 £ - B—ELHERE R A EMRTIENTE -
B2 T R0 M5 B L R R A — ﬂx/\ﬁEF'E']‘;’;éE Bt - EEPTUEHEE S R EUE

T EEE IR SRR E R ARR

VA's Mxihon Veteran Program

* MVPis 4 national VA

All of Us Research Program:

* Designed to advanice praci Leveraging Multiple Data Sources

care by learning how
and military experianc 5
affect health and ilivess o

* Every participant is a
signs a consent forr f
- data and blood Spesﬂ‘

* Invested ~S550M irs building
cohort, curating heaith ang
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FAES #R#2-Leveraging High-Throughput Sequencing in your Research B Bioinformatics
for Analysis of Data Generated by Next Generation Sequencing

| REHE B’J.F%Kﬁ% $#% 5% 7] DAk FAES (The Foundation for Advanced Education in
the Sciences) HYRFE ° FAES RRILIN 1959 4 » ZEBIBIRE LTI AN —(EIEEFI4HE: -
TEREHMEHE - CRANSEERERZNTE  aEEyEe 22 SO REHES -
#2110 FAES BAIZEY Leveraging High-Throughput Sequencing in your Research Ed
Bioinformatics for Analysis of Data Generated by Next Generation ~Sequencing °

Leveraging High-Throughput Sequencing in your Research i&(EEMERA AR ERE
F#24iT (high-throughput sequencing ) HYEREREAE PEFER » SR EFRAT (40 11 lumina
PacBio ~ Oxford Nanopore) EY4148 K H7E RNA B2 DNA FFFSR R HIFERT » S HT R [RI E FF 77460
{ERL BRI -

Bioinformatics for Analysis of Data Genefated by Next Generation Sequencing
EFTERIET > MEEUE oA R T8 E Fe Rt (20 DNA ZE /5 ~ RNA E 71 CHIP EF?) FTEE A HYE
ERIA IR =T e MERFSL T R AR EARRART T Z SRR - BRIE T ZhT g 5L
STRENFEEERRET R ZB A EEERE - %Efﬁﬁe{ EEEBURAT T HOTE > ElIF
PSR RIIRIFEF DTV EZDER - DL DNA FHIRB » TREBIR &I CE 2 Galaxy

[
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Th  EETETEMEFSEST  HERSEENEREE - & TR FIERE M
alignment. Alignment SEHFBMIHIEAE mapping BISEEA - BEANBRTER - BERHAKHY
E R F REMGETT mapping. Ff variant calling.
RS W

FAES HUsR1E% RIEOE » T L3RS - REMHECERENER - R RE - §EAR
T - WG TR -

\\>:»

Confirmation of éompletion

Student: o Pin Chieh Wu

Course: GENE 530 - Section B (Three Weeks) Leveraging High-Throughput
Sequencing in your Research

Instruction Method:

Duration: 25/0ct/2023 to 14/Nov/2023

Total AUs: 1.0

It is hereby confirmed that the above-named individual has been accepted in studies at this institution as
indicated above.

NHGRI Didactics genetics counseling

B EFE R\ EEARLAENZET (NHGRI, National Human Genome Research Institute)
EHAEREATE % o NHGRI 2 NIH fUE ch—EEFT » FERERAZEIRAVEREE > FIsEHN
EARAFIZE ELRIAE ~ B il (B B EAR R RAT - DU E RGBT E R ERR S AR - 483K
wREI  BEUEE2 -

EEHTASE  GEHTIEE BRI E - X
T EE e A EERE EA RS - % T2 B - AREHER
F1 NIH By B2 EmsR & FrBE XA EZ - MEZE S ZHES R - BRElEE
R BN a R 8P AR S0 -

il

&
1B
o

o EEEIR

NHGRI Clinical Update Meeting |

5 (L AT S FL R e NHORT FRift + Srsipy 2 B B P A E e A\t A
HIETHR - 1 NTH B0 A B B S RIS T - 2R R S R B ST LU 03
FRI{ESEA S BECR SRRV B AR E2ER ) » IR EFOER AR - PRI NI
Pt S B RSB G AP » 2 NHORI MO8 Ak 5 S AR A0 (95BN - NIH AT 2R
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i B AR ﬁ%léﬂ nT NERNRROZE - ARt EMABRBERAZ
PSR EREE AR - —EITA - AL FIEVEIR b th R A R R AR PR (B 5 » SRR

NHLBI Obesity, Nutriﬁoh, and Physical Activity Seminar: The Relationship between Body
Weight, Adiposity, and Cardiovascular Risk among South Asian Americans

FEiESETE S » Namratha Kandula BEN4E T "HiEmEEASE -« S50 MER,
bz < R BRI % L BYRASE - %E@%EE%&IE@DE&%E&F@ A& VIAER - (B EfERAGREE [
AR E L OME BRI ER - M= AREEREREANELT @ (hEEE SO
MERRER - 8ELAMEMIRY BMI R (EAEEA EAREE - NERASISEL RS - LAE 2RI
IR - BEAEFEEE BMI 1% - NISISIS AR MBS LAVBILERE T - FSa e 2B A ST
| FER 2 2L E S NEUE o RAMASTR @A multi-omics JFiRE—S T IERE A BEASHSIERS
R AL ERRAERIEE » MR RE AR ME ER R %55 -

2023 % 12 H

All of Us BHkHEHE

bR T #7468 aﬁbnmﬁﬁﬂﬁuﬁ'&‘%ﬁaiz&b FA%a All of Us BERHERVEEE - All of Us /& NIH
HIFRETE - BAERREEE -G ANRRERE - QSR TFEER - BRI - £ - thEf |
(EBEIRRHISHE - 12023 72 A 15 HRIE » Al of Us 15 409,420 fr258% - WENE
BEER -~ HEE - @Ejﬁ AMNEREIRFE - HEREF&H SRNVE I RRIEERE R - FAtH
AR {ER ALl of Us BYEE » FEAE(ER ‘ﬁ%%ﬁ%ﬁ%ﬁ%ﬁ%f’ﬁﬁ#ﬁ%%ﬂ c FIRIFEE
T IREGEU BT AR » HIFE ALL of Us AYERIME -

{ER ALl of Us RilZH BSR4 RO B A3 2 HIBe - /EJ SEREA BEEE AN BRI
ALl of Us BYEHHI(E FHMERR 7 R M ASE - —JF/2 Registered Tier » —4f2 Controlled Tier °
Registered Tier AFEACE B T504% (EHRs )« WML B RIS - MRS M/ ERR SO
ENSISENEIE - Controlled Tier BT RHiEhIsh » BAAERER - HEFHE



Controlled Tier e

EERH B ESTTBIE T » RIS A & B fE B TRy AE3 TRV ERE
WAL RSB - Register Tier BORHRAL T BuEzUBIELIRE - (ERE T A ERR 22T
Bkl o 2K - EERERIEREA - A BESERKE S FBRIEEIIRR AT RIERECR E
HIRS RIBGR BRI » A BE AR BT R VIR R AL AH AR -

BN EEEORIEIER S T W/AE A& ESRniEsRE S R TRE LR - EEERE
BT EEAEIEEEST o 1 All of Us SPEH  EEEMRVZFES /S R, Python, SAS
% o PAERETH FREBEE M EE FThRERIER(E - i1 - EEERAR R - (2
LE DEE AT LM - SR TR R RN EE - (R EER IR E
#20F - WIREBREET ©

A it B R B EL o BN LR (AR SR BRI ER - IRIEEHER X
Hirotaka Iwaki BEAMRMALIHEN - Hirotaka B —(r5RE ZHIMERMEEIRMTS » SEBN
NIH Intramural Research Program Center for Alzheimer's and Related Dementias (CARD)

FERE - AR ARSI A EEE Y SHCE » WIEEBEI T TR NERIE LR -

2023/12/5 £:hi1 2023 FLBARRERFHEN FERNREREE

ERSNEEE G IR L REPHR A (ERIRTE) Fo REENTith & BRI 7R 2 A
WG - BEXREG Ei’\]%Eﬁ%@@%@@E%Eﬂﬁ%ﬂ%%?&éﬂ%&ﬁ&El’ﬂ BB ~ TGRSR
+ - ARk L - EREFEERRAT I R A L - EUAER BRERE - FEE
5% BERIGREF R E R T R ERENEEA S - M RARAS - ENHVEBARS -
bt - ZugsEE LM S ERERREGETRNER - BEREHAGITMBERS -

DNA sequencing and genomics core E%i

jE{H DNA JE Fr SLE R O ESRERKILRL 2010 £ » $24 NIH HIZEA S DNA I
R4S HTARTS © RSO AT ASRMEAY DNA 8% - ERENERIEFNERMEEE » BUHZRA
BT BRI EELIIE A B - BERENNERAE Y s ils T EENESF
%4 NovaSeq X, EEHEHBEREF 4 NocaSeq 6000, El/NGHEENEF A
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MiniSeq B, iSeq 100 &7 - BTBREHII-425] + [ NovaSeq X 5 NocaSeq 6000 & A\ 5
BRI 7 » 49 48 /NESATRT AR - L NovaSeq X per dual flow cell run SE{TH% » — B % T4 16
TB #YBCE i 520 (RE(E reads » BEERMAM - SEERATIREE - FLUBEET
AR EATIRAE -

(NovaSeq X) | (NocaSeq 6000)

FAES %%E Bioinformatics for Analysis of Data Generated by Next Generation Sequencing
5ERK

Confirmation of Completion

Student: ' Pin Chieh Wu

Course: BIOF 521 - Session B Bioinformatics for Analysis of Data Generated by
Next Generation Sequencing

Instruction Method: )

Duration: 25/0ct/2023 to 12/Dec/2023

Total AUs: 2.0

it is hereby confirmed that the above-named individual has been accepted in studies at this institution as
indicated above.
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The Prospect of Precision Medicine for All of Us HFad®
EEFETE TEMAESR: Anerican Society of Human Genetics FIFETENE Dr.

Biesecker * LUK Dr. Denny (NIH All of Us HAZEETBIRVEREMTE » WHE(E NHORT FFAERER
28 N E - BN ERIERZEFESSHE - THEFR - — (I BIRERIES
R XA EFTARAREREREREER  1IFs—(EREMAHRENVER - ERH
EE b T BRIGENZE o BERNEREFRAS @ REARS SR ETUE Srh LA
R EEREISEA L - TIREET AR E PR T - SEHTRIZT A - EA
HAEIRES RIS U R A E Rk BIREER B3 R ERA A BT RR o] DR RS
BEEBLERE  RE0E HEREREIR - BNAT A B EACE FBRT B R LR - HH BRI EE
B EREE DB RS EARE S o HEANRBIRAVERTZE » TR E R B A ] A BA M A
B - SEROS(EAEE - NIH @A BHUL RN « All of Us IR REEEMAEEMZE
HHE - BT UEERRSN  SEEGREIEANERERS - LIRS HEENERR -

Using Informatics and Generative Al to Support Patients’ Understanding of Lab Test
Results |

E(EAE RS ERE T HRE 5 5B RERIBERFRE - WHERITERSET
LabGenie BETE » FEARF-EFEBEHEBRELSRIVER - BEM RS H=(EEEE
7 B TEREERERASRI BB B S MR AR SRV RERNER > 5
ek R P S A A AR EE S8R » AT IR AR RS R A BRSE  SA0i0RE SR =PEERIEY
& T TR R\ T2 7Y (G GPT-4 ~ MedAlpaca > Llama 2 1 ORCA_mini) £EEE
H R ERY BT A - Bﬂi%léﬁﬁ%ﬂuﬁéﬂéwﬁﬁ)\l%%&%%qﬂE’JEEFH o Al 5ffy
REREHURREM O ABNREEE  BAMRBENRENS SEREHNES > B e
WET BENBIRAERE T - BRETEAREEHE -
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FAES 3##2- Introduction to Medical Genetics II: Clinical Concepts
51 14 3 m%kfﬁmﬁﬁgﬁﬁ%%%@ﬁﬁ@ﬁﬁﬁ%%%ﬁﬁ°ﬁﬁﬁ%ﬁ%k
Ae NEIRGET R AEIRAS - 'R ASSE - IS FE R SR Bt & 2G0T
A o SRZIEIEREEERRLG - SROAMAEES B a2 PV RIS G L A R IR B E Rl - 5%
AEATERENARBEARH —EER WS E AN RN H R ENPREEE
BIEH - EELARFEERER g5 EZRNENEEHEE - SN EiE R G5
ERERE Z e - |
ﬁ%’%E%%QXE%%$~¥E’§@%&%M%E’E@@éﬁwﬁﬁﬁ’ﬁﬁ%

NEEFRFTS [SAVERBTERE TN E - IR THERE  SEHLE NG BRI L AH AR
B - NS S HRE R B R IR SR BN TR EEEE R - WERE

Rt+oER - EiEEREY T EEER ﬁﬁﬁﬁﬂ%ﬁﬁﬁ%ﬁ%‘ﬁ% AYR2lETRE ] - AL » 3=
FIERART S B2 IIERERE SRS

2024 %2 A

Introduction of terra data repository T{ELs

Terra Data Repository(TDR) R —EEIEFEFESTNE L E » TERITREYEE
BTN RAR 4TI AI A BIERTZE - B8 Google Cloud Platform (GCP) #1 Microsoft Azure 75
LHENETE B3 GCP M Azure 2RI EIB R STREFRMEIEE IR ALl of Us Research
Program * NCI Genomic Data Commons * AnVIL (Analysis, Visualization, and Informatics
Lab-space) ~ dbGaP (Database of Genotypes and Phenotypes)ZE25{ NIH HUEHES &S T3 A It
S A BB R A -

SEETERHIA T /148 TOR HISHAES N » H1EIBS M4 Tupyter Notebook « Jupyter Notebook
BB BANSERAGESVEESE > & Terra FERENEUR ST TE > o5F
(EHE B EER T HEIEEToITAEE - A1l of Us (E23E4# TOR FEH GCP &1 » #1F
KBHTER > WEFIEER Tupyter Notebook (BHEAH » M A EIS BB SMTHILER - T
TEY5HIREE T 4052 Jupyter Notebook HYEEZATLIAE
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NHLBI Obesity, Nutrition, and Physical Activity Seminar: Dietary Biomarkers and
Cardioprotective Mechanisms of the DASH Diet

E{EF ST SR AEREEE DASH EX & AHRARY biomakers. DASH 8X& (Dietary Approaches
to Stop Hypertension) 2—# ¥ FHFAZESIS MEENVERBH - EWEZEEH BN EKML
BN R O R - ISTEAR AR SR KR - 280 - (RAS ALY RO - SR
RREE  ERERIGIAIIS AR AR o DUEMETHIZEA S U E RERI A & 4 A B s
PRI 42 Lo [E R S A A R E RN 0 %80 A R R S R BRI BR A HE e &
HURRE - REHSZ AT MR R FBBIRA T2 —  RILEWERIR - IR A T 3 E
VIR > WS EYHEEYESRIR G - R ZRAEME T LEHELE biomakers 5
B R RS -

Prioritizing genetics to reduce existing health disparities
ELGH T ERERER (Polygenic Scores PGS) AR T-ffECH (BHR) BuBAHAES o
AEBEBEEFIZNER P UENERERNGER ARG o] DS &R R YIRS
(biomarkers) o B4 » BEZTERAIRFE » EiBELER] » o] DIEZE R AERMIER
EHEE - EAERENVEEZE - AMELEEREBERERNES]  EEEBRNVERGZFH
FERAVAIR » TEFRRENBEEEN SR e B REIEA O ITEARREEE - EEpkEaE
BB ASER - A —EB UM EHE - Dk EEHIAGER - BEREREI T 8RR
HREVIR N - BIEAILL - BHR ERREZURARERM T THERER  [FhleEEHEER
S - BRI BIS T AR e » R R A L BRI -

2024 £ 3-4 H

ALL of Us BDRIRAYEEEELEF

HEIE(E S BREE S A ALL of Us ZRH—ZFISE00E - &5 - SEENE ALl of Us
Research Program FYEAE » WHEEEE S UAEFMNIEE A All of Us Researcher Workbench e
SIBRIIT & FBEIREE TR - BRGSO SR IR - SRR i

25
AT B SE 8T Egﬁiﬁ%ﬂ%ﬁ’jﬁ Eﬁ[lﬁf Rcsealcthmkbench EIT4RG © sRIZE R
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BRAmISaYH . » %ﬁﬁﬂﬁﬂﬁﬁéﬁﬁ%&ﬁﬂéﬂﬁfﬁ%ﬂ Q*Hﬁ  BIEF IR G - FEEHEAN
EEvIE |

BEMEA T BEFSEET R A Python HIEEEMES - IAF Hirotaka Iwaki B2ERAY
WABNT » TSR TRIR « SLRER/E N 2 B 5 R A B R RIS RS 4 AT 5
7 TAE All of Us P& L @ ERFERNASBFIZIERG TSN - Ml ElREeeey
BB R T AMATBEEG 5 R PR R - (IR RS — ([ BRI - I TR
THRERNBIRAIRE I 0 A EER RIS TR —RERE - EARBREEBET - ERSH
AfER PLINK i’x’é‘%i&i’%ﬁ%%ﬁéﬂ@ﬁ*ﬁ AL - B/ PLfNK B—EWNTHE - 22 R~
Python 1 PLINK HYAEEIR > 4 EREMEFHYEREE - 550 BEEERAIN 48 FIHFE T CARD
Tl BY Kristin Levine  #2—rERIRHEER - #iAMAVSERIE B ER Plink $2EY
ERER - MV EE G ERRENEREENEEF 2 H RS -

211 Metabolomics Research in the NIEHS Intramural Research Program |

RAEIEHEEVRARTA /Ny FREYRVSER  ELAEaERER - IFE - &
ZETEE BT YRR E S - SRS F RS RIRREEs s — Eéﬁ
ERES VIR - ERAARRME T AYRNERER - MASRERER T ERERFEE
BEF TERVERERIA - IEREHEGE T2RE NIEHS (EEBERBHERREMTAT) WEg
SYZAE NIH BIBRSE - EH%EP@FHT%ﬁi#ﬁfﬁéﬁgﬁj&&ﬁﬂiﬁ*ﬁ}\%ﬁ%ﬁ%  BENRAT A
RENEEEEME » WERERERE /N T 2B AT s B RR - hSh » BN DA 4
MTHCAln - DA(E SR AEME s sl » WA Z BRI S IRA B2 YR - RBERNEZEENE
AEdh S ER IR R N B DIRE Y 4% 45 » B4 mBIRRIBIEAIRIA -

>0

291 All of Us Researchers Convention

5% 0 EHBLERMEA ALl of Us Research Program ﬁﬁ%ﬁﬁ’ﬁ@ﬁﬁﬁﬁﬂ% WA 47 =0
FTACEREEET o IEE(Eg ST > RERNEERNFRERR T MFI2EFIA ALl of Us AYEE
REFRERGFERER - BEMAEFREEENEE - KB All of Us sHENRESTEES
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o RS E S R SRR » BRI - - TSR AR
HE RS LL R A E TS B A TRIE A » RIS TR « M PR S
bFE NEMETam TN All of Us BUSRFEER Bﬁi‘JEﬁJﬁ WNBHRFE ~ RAARE LR AR
ERNBIRHET(#FECH (BR) A4S E - BEEGHERE ALL of Us IWBIREIRNIFIRA
EE4-0E7E

5 Researchers |
Conventlon

Registration for the Researchers Convention is Now Open!

The All of Us Researchers Convention will be held April 3-4,
2024. The free, virtual event is open to researchers across
all disciplines and career stages. The Researchers
Convention provides an opportunity for researchers
who use All of Us data to showcase their work to others
who share their interests in precision medicine.

The Black Greek Letter Consortium (BGLC) Is a
community partner of the All of Us Researchers Program.

20245 H

Transforming Medicine with AI: From TrialGPT to GeneAgent

TE(EBEETEN 4 chatGPT SLA TS E A RSB HORE T - TrialGPT 2 —TEFIFE A T/
B RECEE REUER U ECRIBIRT TR - R IB B E 0 REUE 2 s b Fo B IEAE S TR R
S5 - B BIERIR R A E it B B R E S EHIEER - EHINEESREERERBRNEIELE
B RRNESBVERABEE R — (B LEMIEE - TrialPT EHEAESRE
Szt BERVREREGE - FEOEEE - BV FEIETEEAVTRCK o [FiF > TrialGPT HiEH
H A5 = I S iR PREUBR RV R A EE K » IRIB B E BV ERR R B B UCEC S RIS -
A0 CIERAE e PRV B e v 2 5 T s SR AR AE - iltlch{EETffa;an_EPEEE’JﬂBﬂ E—THZ
PSS BUBRFRERTIERT (NCT) &1FBHEERY -
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FAES: Introduction to Medical Genetics II: Clinical Concepts sRFZ5ERREL VS

ﬁ@ﬁﬁﬁﬁ’ﬁﬂﬁxﬁ%ﬁm%ﬁﬁéﬁﬁ%’\wﬁﬁ‘grﬁﬁﬁ%¢ﬁﬂﬁ$
HRINPEIRRIR © SRIE P ERES T BRI AT 2RV AR - S N EREIR 5 - &
MRS BRSO R B ER SRS A E AR
DRERMERIETRE - T EURERAT BT e G MERRZINY B EAAEE - LreTRE RIS E15% -
TEEEELARNB RGN I B BRI > EOE ST EmA - (RS =iEE
e B ERR L OB SR N BRIV E M - fERE R —E » FRIEGE T BEERERE
HE S ZAE - BBEERE ML - FREEEELERRHELEENERRE -

Confirmation of Completion

Student: Pin Chieh Wu

Course: GENE 500-1 - Session A and B Introduction to Medical Genetics |I: Clinical
Concepts

Instruction Method:

Duration: 31/Jan/2024 to 14/May/2024

Total AUs: 1.0

Itis hereby confirmed that the above-named individual has been accepted in studies at this institution as
indicated above.

£111 NIH B SH#A93072  Data Visualization in geplot: Customizations

BFBRIZEER RES gaplot EYTHREERE » geplot B R ESHBEEN - RETEREE
GRS » B I B AR - FIFIEEE  TARRIA N T (L
BNUR - SR ER FEARE - DUEERENER - EEREIE S - e
BN BB BRI ENER 2 - DS STEE

s | NIH Library

CI'E.RTIFICATE OF COMPLETION
PinChieh Wu

Data Visualization in ggplot: Customizations

1 Library Tralning Program
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Sl Return of Individual Research Results to Participants in Observational Cohort
Studies IRl &

18 HATR K AURET €& B NHGRI ~ NICHD ~ NIDDK ARz All of Us Research Program Hie
SR > S SR [ S B (B L AR L RARRA SR (V4ESR - SRRERE T 5 2006 S0
o PRI SN ZRE AR AP ERICAEE - B HEBEE NS EMTIRFNVEEER
SR R —TEMTE R - ERBEEROEES RRAME | TESHERERH - TREHER
BRI R S E R B MRS RN R EERBEERBINEREER &
A B I B TR - XEEIRAIRIEARREAR T BAEIRAY - BRI E
HYERARIE R R o BEAREHTANIEIZE SR I B A - B A ERAERRE S » H(E
N B - AL QAR S O S S R SR A T BAFE R — A PREK - 1E[E1%
GERAPRZ T SHEERIEE - A > EENIEEEE T1TE B TAEE ) BERD DU
RSEERZANER O BEERRIE -

Single Cell and Spatial Seminar: "Single Cell and Spatial Technologies: Applications
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