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## its varilance component

$ ./renumf90 renum4.txt
RENUMF90 version 1.158 with zlib
renum4. txt
datafile:rawdatad. txt
traits: 5
number of weights= 1
in columns: © (0 means no weight)
R

Processing effect 1 of type cross
item_kind=alpha

Processing effect 2 of type cross
! item_kind=alpha

Processing effect 3 of type cov
Processing effect 4 of type cross

item_kind=alpha
pedigree file name "rawpedigreeq. txt"
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