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RNA ScreenTape®

EUKARYOTIC RNA ANALYSIS
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Default image (Contrast 50%), Image is Scaled to Sample

Page 1

Sample Info
Well RINe 28S/18S (Area) Conc. [ng/ul} Sample Deseription Alert Observations
EL1 - - 84.9 Electronic Ladder Ladder
RNA concentration
Al 42 0.7 24.1 Healthy A outside recommended
range for RINe
RNA concentration
BI 5.4 0.8 18.1 0 A outside recommended
range for RINe
RNA concentration
Cl 6.2 0.9 24.7 1 A outside recommended
range for RINe
RNA concentration
D1 7.0 1.3 22.0 2 A outside recommended
range for RINe
RNA concentration
El 4.1 0.7 23.1 3 & outside recommended
range for RINe
RNA concentration
F1 5.9 1.1 15.9 4 A outside recommended
range for RINe




EL1: Electronic Ladder
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Sample Table
I Well RINe | 28S/18S (Area) | Cone. |ng/ul] |_Sample Description | Alert. | Observations |
| ELI : [ - [ 84.9 [Electronic Ladder | [Lacer
Peak Table
Size [nf] C““’T':"""! Cone.' (| sstoned Cone. {ng/ul] |Peak Motarity [amalA]|| % Integrated'Aren Peak Comment _Ohservations
25 40.0 40.0 4710 = Lower Marker
200 5.94 N 874 7.80
500 15.9 z 3.6 20.88
1000 142 - 418 18.62
2000 JEX]) : 203 18.11
4000 155 - 114 20.38
6000 10.8 : 531 14.22
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Sample Table
Well RiNe 285/18S (Area) Conc, [ng/ul] Sample Description Alert Observations
RNA concentration
Al 42 0.7 24.1 Healthy A outsice recommended
runge for RINe
Peak Tahle
Size [n1] Callblr:led!](:onc. Assigned Cane. [ng/ul] | Peak Molarity [nmol/l]| % Integrated Ares Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1508 3.76 - 7.34 57.58 188
2937 2.77 - 2.77 42.42 28S
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Sample Table
Well RINe 28S/188 (Area) Cone. [ng/ul] Sample Description Alert Observations
RNA concentration
Bl 54 0.8 18.1 0 A outside recommended
range {or RINe
Peak Table
Size [nt] C’”"":“‘“f"“"‘ Assigned Cone. [ng/ul] | Penk Molurity [nmolA|| % Integrated Area Peak C t Observations
25 40.0 40.0 4710 - Lower Marker
1529 322 - 6.20 56.23 188
3064 251 - 241 43.77 288
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EUKARYOTIC RNA ANALYSIS
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Sample Table
Well RINe 285/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
RNA concentration
Cl 6.2 09 24.7 1 A outside recommended
range for RINe
Peak Table
Size [nt] Cllilrlr:t:d!']f,‘nnc. Assigned Cone. [ng/ul] | Peak Molarity [nmol/]| % Integrated Area Peak Comment Observutions
25 40.0 40.0 4710 - Lower Marker
1528 5.75 - 11.1 51.58 188
3033 5.40 - 5.23 48.42 28S
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Sample Table
Well RiNe 285/188 (Arca) Conc. [ngful] Sample Description Alert Observations
RNA concentration
Dl 7.0 13 220 2 A |outside recornmended
range for RINe
Peak Table
Siz Calibrated Cone, ) > =
e [nt] g/l Assigned Cone. [ng/pl] |Peak Molarity [nmol]| % Integrated Aren Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1497 4.36 - 8.57 43.38 188
2973 5.69 - 5.63 56.62 28S

TapeStation Analysis Software A.02.02 (SR1) © Agilent Technologies, Inc. 2017 Generated: 22-0ct-2019
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Sample Table
Well RINe 285/18S (Area) Conc. [ng/ul] Sample Description Alert Observations
RMA concentration
El 4.1 0.7 23.1 3 A outside recommended
range for RINe
Peak Table
Size [ut] Calibrated Conc. | \osjgned Cone. [ng/ul] |[Peak Molarity [nmoinl]| % Integrated Area Peak Comment Obsermtions
25 40.0 40.0 4710 - Lower Marker
1499 343 - 6.72 57.15 188
2926 257 - 2.58 42.85 288
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Sample Table
Well RINe 285/18S (Area) Cone. [ng/pl] Sample Description Alert Observations
RNA concentration
F1 59 1.1 15.9 4 A outside recommended
range for RINe
Peak Table
Size [nt] C"“’[':“"“c‘“‘-" Assigned Conc. [ng/l] |Peak Molarity [nmolA|| % Integrated Arca Peak C t Obser
25 40.0 40.0 4710 - Lower Marker
1469 2.54 - 5.08 47.80 188
2873 2.77 - 2.84 52.20 288
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