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TUTORIAL SESSION

Welcome Reception

6 H1H

AM: Instrumentation: New Developments in lonization & Sampling
PM: Quantitative Analysis in Drug Discovery for Small Molecules
6 H2H

AM: Instrumentation: Time-of-Flight and QTOF

PM: New Developments in High Resolution & Mass Accuracy

6 H3H

AM: FT, lon Traps, and Hybrid Instruments

PM: Food Chemistry and Safety

6 H4H

AM: lon Mobility: Small Molecules, Pharmaceuticals, and DMPK
PM: Forensic Applications
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2 - GRNBERFER
AR & 3 S DR R o R B il R Y 5 2 0 S5 SR E B R e
Mot e iR - BEERE AL 384 1R NEHHE R b~ THSIETHE - S
FeEFA 8 {EA [F R BB g n] DUBE H C A BIRHY E RS0 BEdfm o
ARG RERAE TS B —FEES8 T2 L ER NSV L B
B AT Pk BRI SRE FE AH R Y B e B T B B R B 3R et o > BE e Y AR B K H
ANEIHEE R E R ER R m] DUET BRI - BG0R TR R 2 I SAER
1R EAE R < 25 SR P B BT E e R AR i S A e ThRE 14
AR GH LB WEECERGE (Proteomics) ~ {UE#EEE (Metabolomics) »
FE #G 2 ( Lipidomics ) ~ H iK'E #5 5% ( Peptidomics ) ~ i i K K I & 5
( Glycopeptides and Glycoproteins ) ~ #% & ( Nucleic Acids ) ~ ¥ /K/E &)
( Carbohydrates ) ~ & REZ B2 ( Clinical diagnostics ) ~ #& =% £l £ ( Forensic
Applications) ~ BEEREE (Imaging MS) ~ RinZes ~ BEUTAL » R (FEHEAUE
s ( Portable MS ) Kz Efi1-{E( lonization )~ £¢45:( Sampling )~ &1~k Efj( lon Mobility )
% FENE RO R ER > AT E R AR S RS R e S - A
R &Lt 2762 fREEHEm S - AFERZ DL T Application of chemical
fingerprint approach to identify GastrodiaeRhizoma in Chinese medicine preparations
by LC/QTOFMS | (FfffH—) SnEedEm L - WaT G 3#E Zam S EEER
QSR = TR EE A A R ie SR B B A T



1. Matrix Assisted lonization: Enhancing Mass Spectrometry through Proper
Sampling Conditions on Small Portable to High Performance Mass Spectrometers
Ao 48— (EFE TS A AT e S e r ik 7L 774 (Laserless matrix-assisted

ionization (MAI))» 2 ABLFA ESI J77A—f% n] LIS % S BB 1 {H B MALDI

A [ERE R AR(E P B S B 2450 » PRIILE o] B RS RH AR - 0 AT AR5 R N0 R

D ER S R IR © L UARIIERA S AR ~ (AR T E BB

5 (e P R B R B i A =R B Y AT -

2. Infrared, Visible, and Ultraviolet Laser Ablation for High Spatial Resolution
Sampling Mass Spectrometry
ARG (B B S v 22 Pl e A B sl e Y HUBE U7 7% (high spatial resolution

mass spectrometry) » 5% A FH [+ ) 281 EE (Atomic Force Microscope(AFM))ZE1H

IRFHEATRE S B ek (near-field laser ablation) » AEfI58R 8 S HIERSSCR KA fndfifiE

HIHUE: & > AHEARTT 3 S0 R R JHRE S sH ARV EUA © 2T B nl RO R&TAME

FAT 55 88 S SR B HUBR PR ARSI o (5 FH SR S B S T DU A5 -

3. Hybrid optical microscope/laser ablation liquid capture mass spectrometry system
providing co-registered optical bright field, fluorescence and mass spectral
images
AR 48— (EFT AR S 75 B R el BRI 4 R A e iU E

s3T5 e F (Laser ablation (LA) with liquid capture for MS spot sampling

and imaging applications) » ELrp—f# 44 5 LA/liquid-vortex capture (LVC)HY =, »

AT FHFEREE LAY LVC BREFUCEERN BEDRENA R P E W HEH s - AR E

HAHBASH AR B E R R B BRdE R

4. T-probe: a novel device to implement online in situ single cell analysis using

mass spectrometry

AR A S E BRI AEYERE - (40 ERE A R R S A AR e



PIELT oA > NI REE R RSP R B Brad A o B — Al E 55 73 7 (Single cell
MS(SCMS)) a] LA e i (Rt S AL PR AY 7 AR > 21T 7oA B — &R b
ERAEYENE, - KRbTFealis — (BT ] SCMS il BRI IRT T
HUR B — AR E S NSt © T BUEREH(T-probe) W52 DLFLBRFE AR (HeLa) 218
TG SE BT FeE - UIEEE R nISRIE A EDUR SR - T RIS e RTEY
SR EITTREEEYIT Hela 4HR AR -
5. Fabrication of Silica Multi-nozzle Emitters for Multiple Electrospray lonization

by Selective Etching of a Microstructured Fiber with Doped Regions

RS AR T B Ao TAVE RS T HE IR Ry EE S - AT 48— I
AIERIE T 56415 (Multiple Electrosprays (MESs)) » 5% 885175 /5 — S bRy M B R4S
fEtéf(Microstructured fiber (MSF)) - 32 A1 EL (G R IE F 38 5 R B — AU HY
A ERRE AR SRR R N B AT AR > Alie s B BUEE A TR R - AR £
W4T MESs RIS BTIRAVAE K i 4H & DU = SRS el Bieg -
6. Square-Wave Facilitated Electroosmosis in a Theta Glass nESI Emitter:

Improved Turbulent Mixing on the Milliseconds Timescale

B BB (R S AR (L0 E0R - ARG 5
% : Theta 4 (Theta capillaries) » 5% A (HIZE (& D (10°) EZFH(107)
MBI 21 - Theta BAIE B A @EENTORGERRANZH IR > HIIERER
TAHE B E TRy ER o BIA R E A E AR 2 R A IS Y BB R
(electroosmotic flow, EOF) » $RHEERESTHT R (10°) ZERH(L0°) IS IE - AhH
Fe A FIANLAL 2 H (myoglobin) 2 2 bk & 1 1% HILALEE H (apomyoglobin) »
A TERY E BRI 2 LA -
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7. The Evaluation and Development of Automated Workflows in Blood, Plasma and
Urine Using Volumetric Absorptive Microsampling (VAMS)

K F BN 4B EREREHUE (Volumetric absorptive microsampling, VAMS)



HKAE &% (Hydrophilic interaction chromatography (HILIC)) iz 2% {H STAR H
B b Es o] DA R R B A o M SR PR A2 « Horh AR 2 S M Fr BRI PR
EITR(VAMS)HFERT 7011/ N BB SR A SR HRTE - VAMS Sk 1
Sz Hk 5 % (dried blood spot, DBS) 72 MR ELE S MUE [V E PERZEE - NIt
= EHEHAEY) L o

8. Calibration Curve Sensitivity: The Role of Internal Standard on Slope and

Precision of Clinical LC-MS/MS Assays

£ 1SO HyEFET > BEUERYIE BRI GRATRRRAER - BARERIEZ
REE SRR S EE LR EE R © ° LC-MSIMS J77AH » —feA H EfEEL
RO PIEE R ST ATt am PR RE R PR M S SN PR I HE SR AV BB -
b9 E R =R E B AR s B 4 TR A VG N Y RHRE 14 - B E 383 A
] S FE R PSR e i FE R RS HEFE A AR (DAY A B - Y BORIE RS 28 SE BT
PRI - L > FRERPR(E F PO FER T A PSS FE P IE HE AR B RS RIS & -
9. LC-MS/MS and LC-HRMS approaches to support toxicity studies of a glycolipid

vaccine adjuvant.

KRWE /A LC-MS/MS K LC-HRMS J3#fr CRX-601 Ji>A [E ¥k ;e AE
[EIHEEEERTZE - CRX-601 5 TLRA4 (toll-like receptor) Ay LR » 2 A By—FE
HI PR > (B A H 3 P B A A E DR R (5 ] b e B MR e e S e e AR BB - IR
UG AT IREEEZ AT - AT FERAs B BU M SR LC-MSIMS J57Ae it
)53 - [N CRX-601 B o7 Rl BERE R 77> Hm o T8 HA 5 ia i R s 2 A -
K &= Fll B — f# zwitterionic buffering agent - & 3% ¢ 93 /& 7> HEPES

(4-(2-hydroxyethyl)-1-piperazineethanesulfonic acid)§ 2k Vel _FHlpRIEE » Mk Th{sE

=

Fi LC-MS/IMS #EFTHF5E -
10. Improving quantitative analysis through reduction of matrix suppression effects

by coupling multi-dimensional chromatography to ESI-MS



LC-MS KGN EREEVE T ER - BR 7 RS IR o B LE &
FEAN » 4R ENT A (Two-dimensional liquid chromatography, 2D-LC)E 4528
BLL 4R B A BBt - A E L — 4 S SRR A I A
THIGIEIE - SHPEREEE A AW T 2 ReEa By AT - I it %
E L DJE(Multiple heart-cutting) 4R H AT 2258 L E s A I ERER S E 2
YIS -

11. Whole blood analysis using new solid phase microextraction devices and
investigation of the hematocrit effect

EFE M E<EL(Solid phase microextraction, SPME) &> FH A 4955 #rsask >
HUtk - Hooh DURAMGRE M E R ARV SRR M A R EHEE N /)
T3 TR B M ST SR - AR /M4 —ERe AT E RO P O N
%7 (hydrophilic-lipophilic balance (HLB)-polyacrylonitrile (PAN)) » 355 H4T 1
BROGTE - sz 7E(E ) 17 TR EIRR MR 2 25 1 B MR BRI A TS B T 20 /NI - 45
RIGE] B aV AR M R RS B T R EA > AL SRS T AR A
B 53 T R TR A4 5
12. Comparison of travelling wave IMS-QTof geometries and acquisition modes for

quantitative analysis

A £ 2N - E sl (travelling wave IMS)AYHRF €2 » 31l /M 4H A
T EEBE T AR B A A AT IS ~ BREUE R et - N B R/AIA] IMS
HE5afEUHETT buspirone FERITH AL AR - SIN EESEZHIE » 3R]
IMS 8 5RH AS 2 B = B R M E R RV E BT -

13. High Resolution Multi-Reflecting TOFMS with Multiplexing by Encoded

Frequent Pulsing for increasing the duty cycle 10-100 times

= R NT 2 [ B IR AT B ] =0 5% (High resolution Multi-reflecting TOFMS,

HRMR-TOFMS) B 8 BL_EAYBRATIE R K 8 0 2 —HYZERERE - {H R IRATIRF [



BT ERER TEBRMZERSNERE - HACHE L EREMN A
(multiplexing methods) * 41 Hadamard - sl se iR (S TARTEERAYARDE - A0 &REET
5 B A T AT e ws 2RI R R B R ERE - B T Th {5 A (Encoded
Frequent Pulsing, EFP){215 HRMR-TOFMS &1 £ S B HVERUT > T i iR
TEHERAIERER -
14. Novel operating modes of an ion mobility quadrupole time-of-flight hybrid
instrument
AR ELSHE IMS-Q-TOF » Ry—flJeds s T 8k A [F e
B EEAYEE T A DU - AEPURS TR B AR REEET-F A TOF Y3 TiEes -

2ok AR PR SRV s LA IR S E RN e EE
BT AR E T S REER &) -

15. A W-geometry ortho-TOF MS with High Resolution and Up To 100% Duty
Cycle for MS/MS
TOF HYT{FEIAN 28 G ~ BT A BERHEILEE > H2EEH
FUFEA TOF fY LIFHEIAZY Ry 1~30% - HEEZErE LR TR - AR
— AR AR RO T A > A FH (B S S e 2 2 e AT T s TR A - A
Ry W-TOF o SZ [R5 725 I DU P A BT~ 52 5 85 R 5 et s B (e 2s el i
N EES MEEIY/ VRS S 857+ R e B BR Y O - (ST e AR AR T B A
HEE= #H3H extraction gap H1.(» » 71 E'Zeno' mode °
16. Inductively coupled plasma distance-of-flight mass spectrometry with an ionCCD
camera detector
TOF K DOF & /&A1 FH e B LA [F 1 o7 B+ > TOF Syt — e eE R
TIRITHVEE] - 17 DOF Ryl — s e iy e 1R THVEERE - Hl DOF JR » 7%
AR RIS 7 L [E]— 55 A (B SR & ey PR - AR e F RS & S AT
AgET o RYEENNERE (1 221-270 mm /i & ionCCD AEMETE R OIS - bRy



17. A new instrument for high speed, true pixel and large dataset MALDI TOF

Imaging

i 28 B ) ST GG B U R R T e L B B (MALDI TOR) E 35 B EE F Y 5
Gt > AIEZ BRI R R EHR 2[R - ARA A E SR L8 (£
AETT SRS ZR R i RV ATE & N ERUS R e — I A S R R 2
Eil5: - 5% ERESAE S ISR S NS P BT 1R 55 TR e i 2 B S - (6
BHPEREE 10 kHz » M[EIRFEE R R G R & LERAE SRR - PRt s
(E TR BN B A USSR S 124 -
18. Atrtificial Intelligent Algorithm, Particle Swarm Optimization (SWARM), Opens

a New Era for Mass Spectrometer Application Tune

MR SIEL BT R Z BRACHE R E RS 2t B EE LR
HIVERET S SR R AAE (T E EERFY 250 B 750 7 1 sl i 22 B i (5
BER o BEEEDAGS & N LR EA RO T B BB A(Artificial - Intelligent
Algorithm, Particle Swarm Optimization) - FEE S {(KIE Y2 '8 2 FHIENFE -
H AT R Afe 5 M BB L Z R 1 > FERT RS/ Ny 7Y R S8 e & I
5 o
19. Advance in High Field FT-ICR MS : Ultra-High Resolving Power and Mass

Accuracy for Environmental and Biological Research

KB 9T 5 fd i B 1T A =08 B2 4% (High-field Fourier transform ion
cyclotron resonance mass spectrometry, FT-ICR MS) » 2% {25 0] fEE 0 im0 E 4%
PESE AT IEE R e 72 S H > Sl —ROT RV S Y e e BhREEEE] - N
ELEA B R R A A IERE - AT IERTNAEYIEE ~ S LR T R INE ) Z
T o AR A I S E E (21 Tesla)fy FT-ICR MS > AR aihE&EHE



REFE IS YRR ~ AT R -
20. 21 Tesla FT-ICR Mass Spectrometer: A National Resource for Ultrahigh

Resolution Mass Spectrometry

155 g 3 B (T BE A X S 25 (High-field  Fourier transform ion cyclotron
resonance mass spectrometry, FT-ICR MS)f#ATFE i3 10° H /& 80 LL 1 ppm
> ARNEE— e E I EER VL - s E ] REEE T HEH
JIEE A HEE T A SRR RIS AU )N - (I Bt N fES R T A4S G S
AR ARSI ERE - SELIKIY 1 Hz AU A b 5 (R T B
ThHE-
21. The new non-FT method of super-high resolution mass spectrometry, based on

measuring of ‘antenna’ ion's cyclotron frequency time dependence

R EEAE & FT-ICR MS BEZR T LIS 10° (AT - (EiYE —LERE
R B0 R AHE AT R AR SR RS Rt e Bl & - KR
FDM K — L2 B3 U5 a0 A DM Cal RO P B A RS ] R G EC SIN EE -
HEH FDM mlJ&15 R ErEET-(antenna’ jon) ks fis] b B ze £ AV EARPR » RERHET
R EARPERE L Z BT > BRBER TR - &EalE s At T A iedA
R HENSR - RIS T T HYVEEE o MRE R B FE RS HE
22. High resolution on both precursor and fragment ions in the MS/MS spectra of

complex mixtures by bidimensional FT-ICR MS

TR UE R E(2D FT-ICR MS) ] LIN AR M B RHEAUT 20
(data-independent-acquisition, DIA)ET TS AT Ho ks BRE 1 Rl s Be 2 45k
FE T o ARUTFTH e R VR R I A E Rtk > W@ T
B G EZ EE EE B B SRR R R &Y R BB TR -
23. High resolution and accurate mass (HRAM) characterization of multiply charged

proteins by newly developed ionization techniques on

CE-LSI/MAIV-LTQ-Orbitrap platform
10



KbtsesdaTME®mk - EHEZEH L - NMEEE N EERE TR
HE & MEHE 7 PR 20 (W 0L M W E 2 RHE B & 4 (capillary
electrophoresis-laserspray ionization/matrix assisted ionization in
vacuum-LTQ-Orbitrap) 2 J7 5 #E1T o7 e Se B B BT R H'E - B R
ATl T A & A IR S A - EAERRER o AR IRIT METTEE B E 1T -
24. A Fully Integrated GC Orbitrap System Opens a New Chapter in GC-MS

Kimbtses s mAHET S S i TP =UVEREEE(GC Orbitrap) - 2% #as4H & RE
RERE TR E th Z (R T TR I S =S AR T TR ATk
TTIFERY) AT E B - PRIL 2 S NZ s iR I T 2o Ca iR &S = AT 18 et
MEE = -
25. Experimental Investigation of Linear Quadrupole and Octopole lon Traps for

External lon Accumulation for High Field FT-ICR MS

AT ZEHE 0 AR 88 B (B b DU AR AR Ry ) AR (e 17 T U S
HUgET-aE 77 > INEG L o] A By S PRl 7~ < B fe e £ 2 BE - AR E
St SR RN, 14.5 K 20 FRpirhL - A SRR 2 Bl SR AGHT Al S R R T

=]}

= .
26. Towards Parallel Mass Spectrometry with a Novel Multi-Quadrupole lon Trap

(Multi-Q-IT).

KR W IR A B 17 8¢t 2 % VU AR B 7 (Multi-Quadrupole lon Trap,
Multi-Q-1T) DA77 = E B E sV T BT - 322 EF f— s - nIRRr el
EEEEE TSR R E SR 0Bl - HRER e e R T s kA K » i
EE R ITRER - RIS DNA EFF ARG -

27. Time-Dependent Modulation of Reflectron Plate Potential for Increased Charge

Density and Reduced Dephasing in an Electrostatic Linear lon Trap

At Fe(aA A FH R 2 B A SR 2 S A AR A i TR A (i B - 7 A ek

11



DA EE 4R 4B T-FH (Electrostatic Linear lon Trap, ELIT)PA#E T BT K a0
R IS I SRR « AR FeE AU EY) OB BV TE R - ThRAS
SRS o B Br-79 SR R @ A AR -

\\.

]

28. Middle Down Proteomics by MS3 on a Tribrid Mass Spectrometer

KEFe 8 —HAHEEAE S 0B - s KETE O ER - 53
middle down J top down %28 H'E AT A A B HIRESE AL TR - AT
& IEBLE M AT R A VIR ~ SR T P S i P S R S A e U
15087 > MR EHE MS3 K oiEH Z Py -
29. Parallel detection of ions with an ICR cell array

{17 EEfE A CE 5436 (Fourier transform mass spectrometry, FT-MS)gELT EHfE
TERGRBERAITE I MR E TP 2 o0+ (HERE 7 B R Z aNFR o iy
[ FefRATaErELA 57k - H—Ehishdim e - B R ERpEEE R AR A
BT B VIR S AT AT S AT > Rk D A= o T3 MRS FTRR IF ] © bt
FEAIH ICR AHREMES I AEEIHARRE 775 T8 0 FT-MS HYREATRE -
30. Novel mass analyzers for rapid high-performance FT-ICR MS

AimbtFt ZEZA A ICR cells sk 90 [E AR E 2 —sRIdH A FLIS (NI R
(narrow aperture detection electrodes, NADEL) » w] 4 =5{d 17 B Ha =08 st 5%
HIEE - JIEE R BN S T o
31. Beeromics: From QC to ID's of Differentially Expressed Compounds in Craft

Beers

Banbiin AT I FER Y & ik TR H— 2 A FERVEBHE R & ke
DTG R ZE 52 - LI AT ey e B E ik - R RN e E
T AR 58 B L B HARRE S A S S s {m] i AR AUS- P (E - A
e AR R 1T oA > I8 S A LAl FERTRE - B 5e T oF IR &l T2

IERE K7 DU AR S THS [ =0/ 5% 5% (positive and negative ion ESI g-TOF-MS)#E{T A

12



T EYVE Z =R WA BAEY an E B I B bR i 1T AR AT
oy e
32. Evaluation of the Composition and Toxicity of Electronic Cigarette Liquids
BB RS AR 2 2R R HERERAE 28
BT BRI HARGEAR  BUEAE S RORRI(A B H ) ~ i T k]
EAFEHR BEmZ TR - REWFRFRAIEREEEH &R WA RERMEA
TR BB EDR I BVE IRE M - RS R R E T B & 5 [RE A
SAE TR R A e N FHE F R74MRf(Beas-2B and nasal epithelial cells)Z& 3% K 1529F »
GCIMS w73 M7 tf % T W W% M K % M %) & 41 3-isopropyltoluene,
ethyl-4-ethoxybenzoate and dipropylene glycol - {H GC/MS #i A5 R T F FAINEL
TIARTET - B S0 A BRI % 2K I R e U7 U(EES) 1T 5T - b P45 SR B
GCIMS = ESIIMS A[F] » BUREITEE T B A S EREUE & Z fIE 5= -
33. Direct Identification of Prohibited Substances in Cosmetics Using a Miniature
Mass Spectrometry System
{EES T EAR Y AT RE(E A\ BG I R 2 FHR T ARHIE /M4 — T S 50
FHEVIRER 72 ¢ REMEVE % 24475 (A desktop miniature mass spectrometry system,
Mini 12) - Z & 28 N B & JE 8 485 K55 BR #E 5 /1 1 (discontinuous  atmospheric
pressure interface, DAPI) ~ sERUEET-[HE & 57 frgs(rectilinear ion trap, RIT) ~ 4{F
T 2 {FE T BEfEA (stored wavelength inverse Fourier transform, SWIFT) K hilifE:5%
2 fizzi (collision induced dissociation, CID) - 45 BB RHR L Ko 141 B a5 4 ME R
EE P57 (paper spray ionization) e
34. Ambient mass spectrometry imaging of food contaminants
B SAYINBEES R N EYVE B Y R 5 010 AR EA AR
R ~ BT R E SORNIIASE TR - 58 8 5 ] e BRI R (Laser ablation

electrospray ionization (LAESI)) Kz &2{%/& s(mass spectrometry imaging, MSI)#E7T

13



B 5 9% ZE [ 3 AT 43 M7 (spatial ly-resolved analysis) -
35. ldentification of Biological Species using Spectral Libraries

7 ER SR il S Lt C g e A\ DNA U577k » (BRI R &
e E R E R =TT HHYRREGEE - BB BRI Y
HREE HAREL - AHSETE & (AW  AHRAY A SR A B - S R B R
IR ALE R AU T AR A 5 R AR
36. Tracking Gluten Hydrolysis Throughout the Brewing Process
EE RSy E E A E Rt UE /R E TR/ 20 ppm - HHEERE
BE N RE e ARSHS B BN B RS R E - HAIEEA ELISA JiAR LIA
BRERE A EKERE 2 E B A EREA1ZESE - MK ERINE
R EEIER - ARUTFEE SRR ELISA SEAREIEE B/KREHE - Al
MeEH 82Tt HEERA 9 [EMIETTEE A E RASEZ A
Z AR o

4
‘r

D

‘h‘%‘

R
A

G

;g(t
frit

37. Potential for lon Mobility Spectrometry in Small Molecule Chiral Analysis
TTEEENE TR B A R Oy S R B HG EE EERR E  (F4R B ERR
M ECRAR AT T2 B E M TERR B ARt S B R R AS S
ST Bk T E(IMS) AR B 1 » AFHFE R R IMS Bl
JE BT o7 B E (proline) ST VIR I ER R 5w IEAMUZR ATRET HAth E AL
BV AER R (o-cyclodextrin) /Ny -S4 -
38. Separation of Isomeric Steroids using lon Mobility QTOF-LC/MS
— M feE PR AH AT BB I B R e B B B 2 S I RA AR RS - (E R M
51 1 ez BRIl P B T B o [ 5Ams ) > LA AR (DAY s B R e e O s A B i
M LC-MSIMS 73 #4570t  RimbH7esa Ehr s IS Bl T otk
(Drift tube ion mobility spectrometry, DT-IMS)#} » JRE] A IM-QTOF-LC/MS 2

SEIE RS [5] 47 EAEY) (isomeric steroids) Kz 75 [a] E %47 (epimeric steroids) iy 47 Bk

14



39. Collision Cross Section Calibration Strategies for Traveling-Wave lon Mobility -
Mass Spectrometry in Negative-lon Mode
FEREE B R £ 2 MR o - 25 (6 A P2 e e Cae R D il 1 s ad
FCHYEFECEE - AR YT FE P & T B2 AV Ak B8 B - Bk 'E 5K (traveling-wave
IM-MS) A fa sk 15X 2> hif 7 &5 1 (collisional cross-section, CCS)F IE SR - i 3245
REURE PRI (poly-alanine) k2 F 5 4 (poly-malic acid) Wy 73 A B A A~ [F] 2
TEVE it - (B T A A5 (58 P BEORZ e~ Bk B e i P e A U e el e 2 A2
F o
40. Comprehensive Screening and Characterisation of Metabolites and Biomolecules
by Collisional Cross Section using a Novel Geometry Travelling-Wave
IMS-QTof Mass Spectrometer
5 e hilf 7 %5 i (collisional  cross-section, CCS)&RHN_F#ErEE 817 ol {1g
BT RN R AE I HE TR MR o7 B RAR R E 0t - AR e BB b2y
SRR AT 2 5R5% - FI R8sk LR R T R & 5% (IMS-QTOF) i LA
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